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'* o/ IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 

J?/ 

>. ^ Atty. Docket No: PL9830 

In re patent application of 
HINE, ANNA V. et al . 
Serial No. 09/787,228 
Filed: March 14, 2001 

For: GENE AND PROTEIN LIBRARIES AND METHODS RELATING THERETO 

STATEMENT TO SUPPORT FILING AND SUBMISSION IN 
ACCORDANCE WITH 37 C.F.R. §§ 1.821-1.825 



Assistant Commissioner for Patents 
Washington, D.C. 20231 
BOX SEQUENCE 

Sir: 

In connection with a Sequence Listing submitted concurrently 
herewith, the undersigned hereby states that: 

1. the submission, filed herewith in accordance with 37 
C.F.R. § 1.821(g), does not include new matter; 

2 . the content of the attached paper copy and the 
attached computer readable copy of the Sequence Listing, submitted in 
accordance with 37 C.F.R. § 1.821(c) and (e) , respectively, are the same; 
and 

3. all statements made herein of their own knowledge are 
true and that all statements made on information and belief are believed to 
be true; and further, that these statements were made with the knowledge 
that willful false statements and the like so made are punishable by fine 
or imprisonment, or both, under Section 1001 of Title 18 of the United 
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Serial No. 09/787,228 



States Code and that such willful false statements may jeopardize the 
validity of the application or any patent resulting therefrom. 



Respectfully submitted, 




HARBOR CONSULTING 

Intellectual Property Services 
1500A Lafayette Road 
Suite 262 
Portsmouth, N.H. 
800-318-3021 
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<210> 1 
<211> 28 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide construct 

<400> 1 

Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser 
15 10 15 

Lys Lys Ser His Leu Val Ala His Gin Arg Thr His 
20 25 



<210> 2 

<211> 28 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide construct 

<220> 

<221> MOD_RES 

<222> (17) 

<223> Any amino acid 
<220> 

<221> MOD_RES 

<222> (20) 



A 



<223> Any amino acid 
<220> 

<221> MOD_RES 
<222> (23) 

<223> Any amino acid 
<400> 2 

Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser 
15 10 15 

Xaa Lys Ser Xaa Leu Val Xaa His Gin Arg Thr His 
20 25 



<210> 3 

<211> 28 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Zinc finger 
motif 

<220> 

<221> MOD_RES 

<222> (1) 

<223> Tyrosine or Phenylalanine 



<220> 

<221> MOD_RES 
<222> (2) 

<223> Any amino acid 
<220> 

<221> MOD_RES 

<222> (4) . . (5) 

<223> Any amino acid 



<220> 

<221> MOD_RES 

<222> (7) . . (9) 

<223> Any amino acid 



<220> 

<221> MOD_RES 
<222> (11) . . (15) 
<223> Any amino acid 

<220> 

<221> MOD_RES 
<222> (17) . . (18) 
<223> Any amino acid 



<220> 

<221> MOD_RES 
<222> (20) . . (22) 
<223> Any amino acid 




<220> 

<221> MOD_RES 
<222> (24) . . (28) 
<223> Any amino acid 

<400> 3 

Xaa Xaa Cys Xaa Xaa Cys Xaa Xaa 
1 5 

Xaa Xaa His Xaa Xaa Xaa His Xaa 
20 
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Xaa Phe Xaa Xaa Xaa Xaa Xaa Leu 
10 15 

Xaa Xaa Xaa Xaa 
25 



<210> 4 
<211> 28 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Zinc finger 
motif 



<220> 

<221> M0D_RES 
<222> (12) 

<223> Any amino acid 



<220> 

<221> M0D_RES 
<222> (15) 

<223> Any amino acid 
<220> 

<221> MOD_RES 
<222> (18) 

<223> Any amino acid 



<400> 4 

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Xaa Lys Ser Xaa Leu 
15 10 15 

Val Xaa His Gin Arg Thr His Thr Gly Glu Lys Pro 
20 25 



